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Fig.l 
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Figo3 
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Fig. 4 
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Fig. 5 



2590 2600 2610 2620 2630 2640 

- GATTACAGGC GCCCGCCACC ACGCCTGGCT AATTTTTGTG TTTTGTAGAG ATGGGGTTTC 

2650 2660 2670 2680 2690 2700 

GCCATGTTGG CCAGGCTGGC CTCGAACTGC TCAGCTCAAG CAATCCGCCC GCCTCGGCCT 

2710 2720 2730 2740 2750 2760 

CACAAAGTCC TAGAATTTTA GGCATGAGCC TCCGGGTCCG GCCTGTGCTA ATCCTTTCTG 

□ 

€\ 2770 2780 2790 2800 2810 2820 

gj TCCTTGGTTC TTTATTTCCC TTCTCTCTTT TTCTTAGTCC CTTTTGTTCT TTCCCTCTCC 

h 

5 2830 2840 2850 2860 2870 2880 

{ft CGTTCAGTTG GCTGTCGTTT GAGCCTCCAC CTTTTCACTC CCTCCTTTCC ACCACGATGC 

a 

[J 2890 2900 2910 2920 2930 2940 

S\ CGAGCCCTGC CTTGGATGGG GACCATCAGC GATGACCACA ATGACCTCTC CCTTACCAGG 

p 
PI 

P 2950 2960 2970 2980 2990 3000 

CAGCTCCAGG CAGTGTTCCT GCACCGCCTT TCCCAAGGCT TGGGGGCTTT TTCTAGTGGG 

3010 3020 3030 3040 3050 3060 

CTTTGAGCTG CTCAATCTGG CCTCTGCAGG GCCGGCTCCC AGCCCTTCCA ACCTCCTCAC 

3070 3080 3090 3100 3110 3120 

AGCCCGACCT GGGACCTAGC CAATTCCCGG AGAGTCTCTG TCCCATCGTG ACCCCCTCAC 

3130 3140 3150 3160 3170 3180 

AACTCTCCCA CTCACCAAAG TCTGATGACT GTGCTAGGGG GTGCTTATAT AGAGTACTGA 

3190 3200 3210 3220 3230 3240 

GTGTTACAAA AGCAGAAGTC TGGATGAGAA CCAATTTGTG ATATTAAGCA GGTGGGGTGG 



6/10 



09/869098 



Fig. 6 
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Fig. 7 
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Fig. 8 
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Fig. 9 
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Fig. 10 
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